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Study of Extraction Methods for Soil Microbial Total DNA
in the Opencast Coal Mine Dump

YAN Han, WU Xiang-yun,ZHANG Zhi-ping
(Science College of Liaoning Techinical University, Fuxin,Liaoning 123000)

Abstract : Extraction methods for soil microbial total DNA were studied in opencast coal mine dump. The chemi-

cal methods(SDS hyperhaline buffer and PBS buffer) , the enzyme methods(lysozyme and proteinase K)and the

mechanical method(freeze-thaw cycles) were grouped into twelve kinds of schemes. Agarose gel electrophoresis

and UV tests showed that six kinds of methods could extract DNA having better integrity and greater consis-

tency. These methods were made up of SDS hyperhaline buffer,the enzyme methods and the mechanical meth-

od. In order to shorten test time and reduce feasibility of DNA fracture, the scheme that was SDS hyperhaline

buffer joining proteinase K and lysozyme without mechanical method was the best. The results provided a feasi-

ble method for studying soil microbial diversity of opencast coal mine dump in the molecular level.
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