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Optimization and Primer Screening of the
ISSR Reaction System in Flax

JIANG Wei-dong
(Industrial Crops Institute of Heilongjiang Academy of Agricultural Sciences, Harbin, Hei-
longjiang 150086)

Abstract: The ISSR reaction conditions of flax were optimized. 13 primers out of 60 were screened out by 3 typ-
ical flax varieties which had high level polymorphism and repeatability. This research made the foundation for
the molecular identification of flax.
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Comparison Study on the Content of Endogenous Hormones in
Transgenic Double Genes of Populus tomentosa
Carr. during the Rooting Culture

JIA Xiang-nan',XIN Bei' ,MA Sheng-jun',LI Wei' ,CHEN Xiao-yang''*
(1. National Engineering Laboratory of Forest Tree Breeding of Beijing Forestry University,

Beijing 100083;2. College of Forestry of South China Agricultural University, Guangzhou,
Guangdong 510642)

Abstract;In order to study the rooting and physiological changes of the transgenic rolB-pttGA200x double
genes Populus tomentosa Carr. , the content of endogenous hormones in the controlled strains PT-16 and the
transgenic rolB - pttGA20ox double genes Populus tomentosa Carr. RG-4 were measured. The results showed
that in the hormone-free medium, root processus of RG-4 formed in 8 days, 3 days earlier than the controlled
strains, and the rooting rate, the average length and the number of roots were also higher than those of the
controlled strains. The content of endogenous IAA in RG-4 was rising during the formation of adventitious
root, but decreasing after the root processus, and the content in the beginning and peak time were significantly
higher than those of the controlled strains. The content of GA; in RG-4 was decreasing before the root forma-
tion while increasing after the root formation. which was just opposite to the controlled strains. The content of
ABA fluctuated during the root formation, but at the beginning, the content of ABA in RG-4 was lower than
that in PT-16. The ratio of IAA and ABA of RG-4 kept a high level before the formation of root processus,
but decreased after the root processus.
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