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RAPD Qluster Analysis of 27 Hemp Cultivars

ZHANG Li-Guo
(Industrial Crops Institute of Heilongjiang Academy of Agricultural Sciences, Harbin, Heilongjiang
150086)

Abstract: Random amplified polymorphic DNA(RAPD)was used to study the classification of 27 hemp cultivars. T hirty-four
10 bp primers selected from 300 abitrary primers were applied for amplifying the hemp DNA. Total 261 bands were pro-
duced among which 233 bands(89. 27% Jwere polymorphic. A dendrogram showed that genetic relationships was constructed
through an unweighted pair-group method(UPGM A)based on the DN A poly morphism and the 27 cultivars were clustered
into 3 main goups.
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